Sheet 1 of 4 



-1449 




U.S. DEPARTMENT OF COMMERCE 
PATENT AND TRADEMARK OFFICE 



INFORMATION DISCLOSURE 
STATEMENT BY APPLICANT 



ATTY. DOCKET NO. 
VPI/96-03 DIV2RCE 



SERIAL NO. 
09/678.016 



APPLICANT 
Keith Wilson et al. 



FILING DATE 

October 2. 2000 

(RCE filed February 13, 2004) 



GROUP 
1631 



U.S. PATENT DOCUMENTS 




EXAMINER 
INITIAL 


DOCUMENT NUMBER 


DATE 


COUNTRY 


CLASS 


SUBCLASS 


TRANSLATION 


YES 


NO 




WO 90/01545^^^ 


22/02/90 


PCT / 


•^12N 


15/00 








WO 94/01105 


^20/01/94 


PCT^-"^ 


A61K 


31/35 








WO 94/12184 


09/06/94^ 


^PCT 


A61K 


31/535 








WO 94/17185 


04/08/9<r" 


>QT 


C12N 


15/27 








WO 94/25860 


✓*07l1/94 


pct\ 


G01N 


24/00 























































EXAMINER ^/^^V^ DATE CONSIDERED S/*/a</ 

EXAMINER: Initial if citation considered, whether or not citation is in conformance with MPEP 609; Draw line through citation 
if not conformance and not considered. Include copy of this form with next communication to applicant. 



EV133110620US 



Sheet 2 of 4 



J?l5RMFPl39*1449 U.S. DEPARTMENT OF COMMERCE 
r u * \ PATENT AND TRADEMARK OFFICE 


ATTY. DOCKET NO. 
VPI/96-03 DIV2RCE 


SERIAL NO. 
09/678.016 


FEB 2 4 2004 £ INFORMATION DISCLOSURE 
o _J STATEMENT BY APPLICANT 


APPLICANT 
Keith Wilson etal. 


FILING DATE 

October 2, 2000 

(RCE filed February 13. 2004) 


GROUP 
1631 



EXAMINER 
INITIAL 




OTHER DOCUMENTS (Including Author. Title, Date. Pertinent Pages. Etc. 




The Protein Data barm (rormeny www.pdb.bni.gov: now www.rcsb.gTCT)? 



Balbes, LM. et al., "A Perspective of Modem Methods in Computer-Aided Drug Design," in Reviews in 
Computation al Chemistry . K.B. Lipkowitz and D.B. Boyd, Eds., VCH Publishers, New York, 5, pp. 337- 
379(1994). • 



Bartlett, P.A. et al., "CAVEAT: A Program to Facilitate the Structure-Derived Design of Biologically 
Active Molecules," in Molecular Recognition in Chemical and Biological Problems . S.M. Roberts, Ed. ( 
Royal Society of Chemistry, Special Publication No. 78, pp. 182-196 (1989). 




Rfthm H .I The f^pripiifrr PmiT " MJDI: A New M et h od f o r T i m By Nuvu Dm l qn flf gnyym<a 



Inhibitors". Journal of Computer-Aided MolecularD 5faHon r 6. pp. 6 1 - 7 8 ( T992). 



TanrWt-, "Protein Engineering". Biotech Adv.. 5. pp. 221-234 (1987). 



€ amp b e ll , LDr et al., Diffraction, in Biological Spectroscopy . The Benjamin/Cummings Publishing 
Company, Inc., Menlo Park, CA, pp. 299-326 (1984). 




i lnu l di Mufal liij °" n irnnqothodcfo p W e UUna i e ii emibW. Jo ymal 

JT«83=894^4980). 



Eisen, M.B. et al, "HOOK: A Program for Finding Novel Molecular Architectures that Satisfy the 
Chemical and Steric Requirements of a Macromolecule Binding Site," Proteins Struct. Funct. Genet 
19, pp. 199-221 (1994). ' 



7#M 



Gillet, V. et al., "SPROUT: A Program for Structure Generation," J. Comp. Aid. Molec. Design . 7, pp. 
127-153(1993). 



Goodford, P.J., "A Computational Procedure for Determining Energetically Favorable Binding Sites on 
Biologically Important Macromolecules." J. Med. Chem.. 28. pp. 849-857 (1985). 



Goodsell, D.S. et al., "Automated Docking of Substrates to Proteins by Simulated Annealing," Proteins 
Struct. Funct. Genet. 8. pp. 195-202 (1990). 



oregoi^O.K.^bekr^watm^^ and Mycophenolic Acid Reduces Arterial Inflmat^ 
T h i ck e n i ng Pr od uc e d bv Meetemca Unfurv and Allows End o t hel ial Re ptacemgn e TMnap l g ftteto^ 
59{5X^fir^55=66 1 (Moroh t 10 0 5). — 



Guida, W.C., "Software for Structure-Based Drug Design," Curr. Qpin. Struct. Biology . 4, pp. 777-781 
(1994). 




■ H a nsen, G.- e t o l - r^^ompanson'pfihe-l nh ibi t i on of Co chorichia c ol i and La c tobac ill us Cas e K ^ 
DL hy d rofo l ate Reduct a se .by- ^ d i am i no 5 (subat i tut e d -be nzy l ) pyr i m i d inea; q u a ntitat i v e Stm c t Sre- 
^ Acti\glyHelationships, X-Kay Crystallograph y mm ^Hmiwifer Sraphics iri Wnirhirft-ArfMiy -maiysk; 
<efiemicai A^ratis 97-?flflf t p . 29 (1982): Journal of Medicinal Chemistry. 25 T pp. 777-84 (1982). 



^ — Huct©' r f"'6roZ|>% 



.J^jUW ^tdentlficaBon of tn e imp Binding Site in the IMP Dehydrogenase From 
Trtt ftohom o n a e f o o ft/s ^Blochemistrv . 34. uu. l 3B8» 438fl4 ro Ct Pbe r . 1 QQft ) 



EXAMINER ^k^^-^ju 

EXAMINER: Initial if citation considered, whether or not citation is in conformance with MPEP 609; Draw line through citation 
if not conformance and not considered. Include copy of this form with next communication to applicant. 



DATE CONSIDERED S/s /<?</ 



Sheet 3 of 4 




U.S. DEPARTMENT OF COMMERCE 
PATENT AND TRADEMARK OFFICE 

ORMATION DISCLOSURE 
ATEMENT BY APPLICANT 



ATTY. DOCKET NO. 
VPI/96-03DIV2RCE 



SERIAL NO. 
09/678.016 



APPLICANT 
Keith Wilson et al. 



FILING DATE 

October 2, 2000 

(RCE filed February 13, 2004) 



GROUP 
1631 



EXAMINER 
INITIAL 



OTHER DOCUMENTS (Including Author, Title, Date, Pertinent Pages, Etc.] 



Al 



Janiaiik. J. at trt r^Sparse Matrix Sampling: A ReMftwrnj^sffinH for Crystallization of Proteins.' jTAppI. 
Crvst. 24. pp. 40&4l4-f4991 ). 



4<ajihafa r ^-etahr i Protein M odell ing Using a Chimera Reference Pro tejnj)erivfid£mm ffrgns,' Pmtein 
£^^6^^615=620^993). • 

Kuntz, I.D. et al., "A Geometric Approach to Macromolecule-Ligand Interactions," J. Mol. Biol.. 161, pp. 
269-288 (1982). 



Lauri, G. and Bartlett, P.A., "CAVEAT: A Program to Facilitate the Design of Organic Molecules,"^ 
Como. Aid. Molec. Design. 8. pp. 51-66 (1994). 



_____ Ji.B^UMA-e omp a r i s o n by -Q S^CgBj a JIggrophy a n ii Com p ut e r Gra p h i c i of thelnrribition of 
1 Vari ou s D i hydref ola to R^uotQoooT6_fr^nzy l ) 2, 4 diom i n o pyr i m i dino c ," Cho mical Abstracts : 
98UZ257a. p. 28I1983 rQuantitative~5TrucTuTe-7S^^ Ph o rm aeol Chpm R il 1 -eari-7 
-(4082). 



Makfl p , CLtJ f\ r i l , "NUfflf i n r M irjnnt if l nrsxaarVBS^naMc^nAar Mrvteling RtnHy7>n M y ™phonr.lir 

Acid: Implications for Binding to Inosine Monophosphate Dehydr o g e n as e ." J. Med. Chom ^ -aOr-pp. 
1236-1242 WlarcrylSQeV ■ • ' 



Mttftinry^^^aJabase-SeaTching IrrProg Desig n ." Jour n a l of Mod i o i no l Chon fti s trvu as (12), pp, 
- -214 5 -5 4, (Juno 12. 10 0 2) . ^ 



Miranker, A. and Karplus, M., 'Functionality Maps of Binding Sites: A Multiple Copy Simultaneous 
Search Method." Proteins Struct. Funct. Genet.. 11, pp. 29-34 (1991). 



Meng, E.C. et al., 'Automated Docking with Grid-Based Energy Evaluation," Journal of Computational 
Chemistry. 13, pp. 505-524 (1992). 



4 t- 



-M&rttefot^= efe al , "Demonstration of I n d uct io n of E r ythroc\ 
(Activity in Ribavirin-Treat ed Pallmili, Using a I liyl 
Method." Cllnlca Chlmlca Acta. 23tt pp. 169-178" 



Torrnance Liquid Chromatog 



hospate Dehydr ogenase 



- - Mo Q n, J. B : etgl.. "ComputeLDesign nf Ri n artivft M ol fto iil flg- ^A method for RecQptoa-Ba<^H^rMn^n 
H i gan d Dcsig nAgro te i ns . Structure, Funetionc and Cone ti cs. 11. pp. 31 4- 328 (1 90 1) . 



"~ ""WmrisT^E ^New^ Mo l ecu l tf liuwuuusut ^ ssam^^ of Essential 
Concepts/ The Journal of Heart and Lung Transplantation; 12. PtrS275»Sg86-P 



jj1usjl t ^ ; __el j l /The Rftfine iL2J&AX-Rey Ciysta l Sliuulu i e uf Human Llvet CdU i e psin B : t he S t ructur al 
Basis foTitsSPeTrticityr-EMBQ J,. 10(9) pp^2324-233e-fr991 ). 



Navia, MA and Murcko, M.A., "Use of Structural Information in Drug Design . ° Current Opinion in 
Structural Biology. 2. pp. 202-210 (1992). 



Nishibata, Y. and Itai, A., "Automatic Creation of Drug Candidate Structures Based on Receptor 
Structure. Starting Point for Artificial Lead Generation." Tetrahedron. 47. pp. 8985-8990 (1991). 



EXAMINER '-/fiHt&t^ DATE CONSIDERED 



EXAMINER: Initial if citation considered, whether or not citation is in conformance with MPEP 609; Draw line through citation 
if not conformance and not considered. Include copy of this form with next communication to applicant. 




Sheet 4 of 4 




U.S. DEPARTMENT OF COMMERCE 
PATENT AND TRADEMARK OFFICE 

FORMATION DISCLOSURE 
TATEMENT BY APPLICANT 



ATTY. DOCKET NO. 
VPI/96-03DIV2RCE 



SERIAL NO. 
09/678.016 



APPLICANT 
Keith Wilson etal. 



FILING DATE 

October 2, 2000 

(RCE filed February 13. 2004) 



GROUP 
1631 



EXAMINER 
INITIAL 



OTHER DOCUMENTS (Including Author, Title. Date. Pertinent Pages. Etc. 



""Rtrasett, A.J. et al., "Rational Modification of Ena/me Catalysis by Engineering Surface Charge," Nature. 
328, pp. 496-500 (1987). r 



~8ieteekii A.R. et al., "Structure of Recombina/t Human Renin, a Target for Cardiovascular-Active Drugs, 
at 2.5 A Resolution." Science. 243. pp. 1346*1351 (1989). ■ 




JSintehak, M.D. et al., "Structure and Mechanism of Inosine Monophosphate Dehydrogenase in Complex 
withTRe Immunosuppressant Mycophenolic Acid." Cell. 85. pp. 921-930 (June 14, 1996). 



4JblinrU- et al., "Crystallization and Ccystallographic Investigations of Ribonucleotide Reductase Protein 
R1 From Escherichia Co//." FEBS Lett.. 336(1 ) f pp. 148-152 (1993). 



Whitby, F.G. et al., "Preliminary X/Ray Crystallographic Analysis of Tritrichomonas foetus lnosine-5'- 
Monophosphate Dehydrogenase 1 ;" Proteins: Structure. Function, and Genetics. 23. pp. 598-603 (1995). 



— _Wright, C.S. et al.. "Structure ffl Subtilisin BPN'at 2.5 A Resolution." Nature. 221, pp. 235-242 (1969). 



T 



EXAMINER DATE CONSIDERED ^/ 3 /^ 




EXAMINER: Initial if citation considered, whether or not citation is in conformance with MPEP 609; Draw line through citation 
if not conformance and not considered. Include copy of this form with next communication to applicant. 



